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(A) K% E K& (acromegaly) - £ f ik % (growth hormone) °
(B) #H7 (diabetes) — Bk 8 # (insulin) °
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Most life forms in nature contain dsDNA as their genetic material but viruses frequently possess RNA
genomes. Viruses that replicate their genomes entirely through RNA intermediates are classified into plus-
strand, minus-strand and double-stranded RNA viruses. Of these three classes, the most abundant are plus-
strand RNA viruses, which use their genomic RNA sequence as mRNA to directly encode proteins. Although
these viruses vary widely in their virion structures, mechanisms of RNA translation (cap-dependent, cap-
independent), RNA replication (primed or de novo initiated), and encapsidation, they are similar in the basic
steps that make up their life cycles.. (Adapted and modified from Biochimica et Biophysica Acta 1789 (2009)
495-517)
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