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AfBREBE | R
| — > REFBEwERE @ R0 FZHENW Y (mediators N FAM X ERE - B4
HHEZHAE - (10 5)

= HRARTREIHEEIEFEHERS (10 9)

=~ R 1% 3 M 548 8% % (Transmissible spongiform encephalopathy)4E 84 S A8 2 05 €
EAEMEFEERE I LRI ZREREEZIBUAM? EARG DI RZERAT
3 7 (10 %)

 ~ R4l Arthus reaction Z BB HMER EE RS S H) o

F - {73 4= B necrosis & apoptosis ? MA Nt B 2 £ ZbE ? (10 %)

K BARLESEEREMER steroid B3| R EWMAT HHEZ A/ BB ? A HATHE
B BB R 48 0% 942 (10 &)

£~ By KAL) 8 R0 % R &4 acute renal failure $2 chronic renal failure 2 %
PAE A M ? A X R R ABAERAMER? (1049)

A~ — % 13 RIRAEEN B & K0 B (end stage Kidney) » PR FR A B 0 HTR
B L 5 A AR 2 360U 38 Sk % 2 B 6 B BRAE 2 (20 )

A~ —38 3 B2 A5 B4k 28 A B & hardware disease » ES JE BT € 2 31, congestive
heart failure » 3% P T R, 2| AR 35 A AR b ps 8 7 3030 87 18 4k 45 4 JL congestive heart
failure 2 Fd &9 B BEHE 2 (15 %)
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AfaRasllE

i (B8 5835 0 £605)
L A8 TR L& (wobble) ; &35
(A) FEHMBER RN AL EE — 4 mRNA 5 F5% -
(B) MRNAGHMEMG AMBIEP 4 -
(C) &R % (deletion mutation) H#EA X% (insertion mutation) ¥+ - 3 4
#E (reading frame) &9e % -
(D) RNA THE=ZREIHFEZ $HEHT (codons) B -
(EB) DNATH#—HUEX RNAGEES -

2. AH#gsfAeis 42 (eukaryotic transcription initiation complex ) 2 7 g #v

FrlTHEMN?
(A) E#hF (promoter) e
(B) snRNAs -

(C) % —A RNA % 4% (RNA polymerase II) -
(D) TATA E (TATAbox) -
(E) #4%E-F (transcription factors)

3. A% (emerging viruses) &7 R ?
Ot # % # (existing viruses) 4 K4 -
OMGHFELEENGE £ (host species )
ORA B EHBNRGERFARR LIS -

(A) © only- B OO only -
(€© O® only - ® @O only-
B OO®-

4 BRBEEARLERL NS £ He (Stanley Prusiner) #2H %6
HERXBT —ANBEFERRALRARIGY " 245
(mad cow disease ) | 4B R AL —#

(A) ‘4=t (bacterium) - B) ## (virus) -

(C) RNAHF - D EafsF-

E) #HAF (viroid)

5. THFAEHEANAM@ES @ (nucleus) P RIETHB 2
(A) transcription - (B)  protein sorting -
(C) RNA splicing - (D) poly-Atailing -
(E) 5’ capping -
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#8 :LREME A BB REAYMERARATE
6. TFHM—EEFIZEGETERSLEDNAEY (DNAreplication) ? A B HRA L ; R
(A) DNA polymerase - (B) primase -
(C)  helicase - (D) RNAligase -

(E) single-strand binding protein -

7. EBLREMAELRBEIARE  AXigz

(A) oncogenic virus - (B) provirus ©
(C) attenuated virus - (D) virulent virus -
(E) viroid -

8. TR iedsn (reptiles) ez —?
(A) #A»mE$4Y (endotherms) -
B) EATEMWAAEELEFUE FoFg -
O HRAACIEAE -
D) AAAMFRfE MG
(E) #HFoBROEATNHAEMREEK -

9. hE AAFBEAFLEHEEHT (bile) B3 » MEHRILER K SZM -
A T M+ TSI —HAL 4 60 A A BB 16, 7
(A) starch (B) dipeptides -
(C) fat-soluble vitamins » (D) amino acid -
(E) glucose «

10. FHAF—fEHFRaBEEASEM?
(A) st#% (glucagon) -
(B) # &% (insulin) -
(C) % _La¥% (epinephrine) -
D) #HE#ELH % (glucocorticoids )
(E) F LY ##E (adrenocorticotropic hormones, ACTH) «

1, THH—#E 3 ERR Loy @RY R E®?

(A)  H4% A % (limbic system ) —H 25 SRS SRR 2R & 094858 1 5 ) s BEFo BB AR -
B) #8% (medulla oblongata) —J& F#iE d . o

(C) /B (cerebellum) —E ) fv - F#iehi H/4ER -

(D) MHaH (corpuscallosum) —ifig £ - & K A% % skay Bk % -

(B) T#E (hypothalamus) —# &% % » LHRAHE « uskFo o B -

%A
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B 3 F R 210052 5 E AR 3148 4 5 3R

R SREBEREAMEHMAATE

12. F 514 M6 B4 2 20 & % (external skeleton) fu 484 2 19
H# (internal skeleton) &4kl » 474 E5k ?
(A) Tri%d AR %8 (polysaccharides) Afa A -
B) TM% a4 5845 (calcium carbonate) -
©€) TenNYeMIaPhatrmFfitk-
D) THNEARGERARNEHAEE -
(E) ©riEsn 4 (attachment sites) FALHA -

13. HAESYASH G E Biph M G E B T BT ?
(A) glutamate ° B) GABA-
(C) acetylcholine ° ®) dopamine -
(E) sustanceP -

14. F a4 Rssmrah@est ?

(A) AMLA-+EE - B) FPRNELGK-ISIEE -
(C© BERHLRB-TEE - (D) HB-REE -

E) HE-TiE-

15. 8 JEy YT FE AR AR & 4 B =T 43 % calcitonin ?
(A) thyroid gland - (B) parathyroid gland -
(C) adrenal gland - (D) pituitary gland -
(E) pineal gland -

16. F %{4a74 i 3k Southern blotting & $ FH 2 — ?

(A) chromatography - (B) nucleic acid hybridization -

(C)  gel electrophoresis ° (D) autoradiography -
(E) restriction enzyme digestion -

17. FReALed KA s e B 17 7
(A) myofiber - (B) myofibril -
(C) actin filament - (D) thick filament °

(E) sacromere °

18, FHATHER GHAEABEFT T EAAOLRHR?
(A) holoblastic cleavage © (B) trophoblast -
(C) yolkplug- (D) primitive streak -
(E) grey crescent °

A E R ndbE
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g A REREAHEREN

19. F 4 M cytotoxic T cells 2 & L4 & 4435 ?
A) ENTHRALHEELRGER -

®B) ENAA&@FTCDS-

C) EATHEBIRELELDE -

O TATHLIL2 2HepHE -

E) TNEAF&as FTCRACDS-

20. B K./]\ & (Malpighian tubules) % F 7|7 &4 B T ?

A) KE - ® EMEY-
© B’R&- D) BHEHY -
E) Hi#p -

%58 5 10 9

21, FHWMA R K E ALK E TR S BIAKTHRE

22. LA F A S ko FTIE ] sk FESBET 2R 7 BFAA BT
SRR ARE B MHEEREZERSINRE -

23. HRAR T a& G (albumin) RBF R > THREERGMEE
HAE AR B

24. HRAFIL M EAE IR 6 £ T e

PEEETEY 5




Bl A% 100 2 45 BAR L 048 4 4 A
Ft8 AN E e RBREAMERRATLE

A#tARMAE = R

— ~ ta 948 T UL & 0B M & 4 (antigenic structure) B A 45 A AL BE BATEE R HU IR
B RARLFLFAGF X - (10 4)

= ~ 33,89 Endotoxin & Exotoxin & 4 #45E - (15 %)
I HBAL AR A EmE AR EE KRS E5HZ - (10 2)

W~ FHEMEUATEI (7 4)

Foot-and-mouth disease (FMD) is a highly contagious and economically significant disease of cattle, pigs,
sheep, goats and wild ruminant species. The FMD virus genome encodes a unique polyprotein from which the
different viral polypeptides are cleaved by viral proteases, including eight different non-structural proteins
(NSPs). Both structural and non-structural antigens induce the production of antibodies in infected animals. In
contrast, vaccinated animals which have not been exposed to replicating virus will develop antibodies only to
the viral antigens in the inactivated material. Vaccination against FMD is a key element in the control of the
disease in addition to slaughter and movement restrictions. However, countries that vaccinate in the event of
an outbreak will have to re-establish their FMD free status to the satisfaction of their trading partners.
(Adapted from Vet J. 2004 167:3-4)

- BHEAE— AT EA SRR - (45

RHRETHLRA (B2 £8%)
1. Inclusion bodies

2. Syncytium

3. Antigenic drift (genetic drift)

4. Antigenic shift (genetic shift)

£ BEA FEE-AREENEREIAM25 0 £169)

1.4t 7 7% 45 L 38 3 (replication cycle) &9 43 » F 547 & 5 ?

A BEHARAGH RO ARG LBRBITHSREGES ) NEALBA -

(B) A3 & A H £ (envelope) k& & A # £ (nonenvelope) # 7% # 41 T #it #& &1 endocytosis A 4a L 7Y

OC)mFEALFREATAEHRE @ -

D) metitmoNEE R EENRFRARIE > LEPR WL AR ast  BRESI—A
fm g, ©

2,417 DNA % #6948 » Folda4 B3k ?

(A) DNA #% HF 0B L BN BN T e TR B Em EE MR -

B) K&k miEB %587 DNA K F -

(C) DNA # # & # 47 & % (transcription) 4k F 65 3% A A B0 IS A1 OB A1 -
(D) DNA % # &4 # # (replication) i £2 #v 4m s DNA #948 8842 Ik % #afsL -

HEHA » HHREES o




B v 8RE 100 24 HALHE AL XX
#8RENE AP RBREAMEREAT LA

' A#BEAL —
3.4 % RNA s H 08t » FolTHAE?
(A) RNA 7% # 48 # Ff 48 2 RNA-dependent RNA polymerase » 8y H# A S A it » Ekditaem
% o
(B) A#R %t RNA 7 % 6948 3 B #A 48 1 bm B AT
(C) A# 2 & RNA £ # 5% 8 Ak o9 RNA 5% % aﬂ’ﬂé@%ﬁl B (genome) L E A tmfath - LA R
474 F(translation) A i AL W BHAFHEEE -
(D) it 3k A &) RNA 5% H4F B A Scap BA& 3’poly(A)#yiEit -

4. 57 R %% ¥ (retrovirus) 9 4 - FF 474 B IF ?
|A) B ERBNRNAKE B) CABAHBHMEPIHMURNAHHELLEN @ P -
C)ca#EGBHE T EHA RS f&{xp.éﬁ reverse transcriptase © (D) ‘& 4.8 A& BB T AR ©

5.FFM—#mFELCHEBTERE P44 Tcap-snatchingy #)R L ?
(A) Orthomyxoviridae (B) Coronaviridae
(C) Flaviviridae (D) Reoviridae

6.5 T F R F bl B 1L » K& R#LE One-step growth curve + &#] A F 75— H k44 7
(AYMOI.=1 B)MOL>1. (COMOL <1 (D) A k% JF

T.HP R FREREHRAETIMTEAR?
(A) Retrovirus — 2 3% 1% 4%

(B) Japanese encephalitis virus — k1% 3%
(C) Hantavirus — % &1%4%

(D) Togavirus — & £x 1% 4%

8. 5 A Mk % oA Bk o B BT B K 7
(A) Canine distemper — Herpesviridae

(B) Feline infectious peritonitis — Coronaviridae
(C) Classical swine fever — Piconaviridae

(D) Marek’s disease —Adenoviridae

AN~RBELFA (BIEIN o £ 159)
Superantigen

NK cell

Hapten

Type III hypersensmwty

IL-1RA

TREENES

Ju ~ B classical $2 alternative 3842 5h » M A MBS T ZLHBR AL > H¥dz 5 4)

+ ~ $##3 3 th#k MHC class I $2 class I molecules #3% ~ 4 A 7 X 2ok L2 BB (10 %)

%2R
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